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177 tat taa attctaagga attatcctaa ageagagega tattccgctc tgctttagga 1859 

178 Tyr 

180 tagctttcaa agaagtaccg ctttagtacc ttaegtacta aagcggtttt tttgttttat 1919 
182 aagctcttca atecaategt agagtttctt aatcaaagat attatttaag tttctgaaat 1979 
184 cctaagattt attttaaaag cccatctttt taggtatgta attaaaattt ttaattaagc 2039 
186 ttttcctagt gtaacctget tctttaggaa ctacactagg agaaeggtat gtcatcaaat 2099 
188 ctacatcccg ta 2111 

191 <210> SEQ ID NO: 2 

192 <211> LENGTH: 556 

193 <212> TYPE: PRT 

194 <213> ORGANISM: Chlamydia pneumoniae 

196 <400> SEQUENCE: 2 

197 Met Ser Lys Leu He Arg Arg Val Val Thr Val Leu Ala Leu Thr Ser 

198 15 10 15 

200 Met Ala Ser Cys Phe Ala Ser Gly Gly He Glu Ala Ala Val Ala Glu 

201 20 25 30 

203 Ser Leu He Thr Lys He Val Ala Ser Ala Glu Thr Lys Pro Ala Pro 
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Ala 


273 










405 










410 










415 




275 


Val 


Thr 


Ser 


Glu 


Ser 


Asn 


Cys 


Gly 


Thr 


Cys 


Thr 


Ser 


Cys 


Ala 


Glu 


Thr 


276 








420 










425 










430 
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278 Thr Thr His Trp Lys Gly Leu Ala Ala Thr His Met Cys Val Leu Asp 

279 435 440 445 

281 Thr Asn Asp Pro He Cys Val Gly Glu Asn Thr Val Tyr Arg He Cvs 

282 450 455 460 

284 Val Thr Asn Arg Gly Ser Ala Glu Asp Thr Asn Val Ser Leu He Leu 

285 465 470 475 480 

287 Lys Phe Ser Lys Glu Leu Gin Pro He Ala Ser Ser Gly Pro Thr Lys 

288 485 490 495 

290 Gly Thr He Ser Gly Asn Thr Val Val Phe Asp Ala Leu Pro Lys Leu 

291 500 505 510 

293 Gly Ser Lys Glu Ser Val Glu Phe Ser Val Thr Leu Lys Gly He Ala 

294 515 520 



525 

Pro Gly Asp Ala Arg Gly Glu Ala lie Leu Ser Ser Asp Thr Leu Thr 



540 



296 

297 530 " 535 

299 Ser Pro Val Ser Asp Thr Glu Asn Thr His Val Tvr 

300 545 550 555 

304 <210> SEQ ID NO: 3 

305 <211> LENGTH: 45 

306 <212> TYPE: DNA 

307 <213> ORGANISM: Artificial Sequence 
309 <220> FEATURE: 

\]l ^nf ° THER INF0RMATI0N: ascription of Artificial Sequence: primer 

312 <400> SEQUENCE: 3 

313 ataagaatgc ggccgccacc atgtccaaac tcatcagacg agtaq as 

316 <210> SEQ ID NO: 4 

317 <211> LENGTH: 34 

318 <212> TYPE: DNA 

319 <213> ORGANISM: Artificial Sequence 
321 <220> FEATURE: 

Ml < ??n > ° THER INF0RMATI0N: description of Artificial Sequence: primer 
324 <400> SEQUENCE: 4 ^ F 

3 25 gcgccggatc cgatacacgt gggtattttc tgtg 34 
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L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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